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What is cellenPIPE
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cellenPIPE: part of the cellenCHIP 384 3’RNA-Seq Kit workflow

(Reagents)

includes

1 set of credentials w/

3 runs per cellenCHIP

(x4 for a kit)
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The Web Application interface
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cellenPIPE: 1 set of credentials per cellenCHIP to log in…

1 set of credentials

per cellenCHIP
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cellenPIPE: …then upload the FASTQ files, the infosample file and set the parameters of the run…
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cellenPIPE: … launch the cellenPIPE run…
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cellenPIPE: …and finally, explore your results!
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The 3’ single cell RNA-seq Pipeline
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cellenPIPE: The 3’ single cell RNA-sequencing pipeline

Use of Gold-Standard Bioinformatics Tools

Pre-processing Processing Post-processing

Inputs: 

uploaded in the 

web app

& cellenPIPE reports

Outputs:
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Results: the cellenPIPE report
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cellenPIPE pre-processing report: Quality Control report

Cross-species contamination (total) Cross-species contamination (by well) Mitochondrial & ribosomal RNA

Number of genes/reads & Mapping rates Mapping distribution Genebody coverage
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cellenPIPE post-processing report: Exploratory analysis 

Exploration on 

gene expression

Dimension reduction

& clustering

Top biomarkers per cluster (boxplots, tSNE, dotplot, heatmap)

Filtering on metrics

per condition
Trajectory analysis


